The Transition Zone (TZ) is defined as the most proximal region of the cilium overlapping with the most distal region of the basal body. This zone has been shown to play a crucial role in cilia biology since it is considered as the site of sorting of proteins that transit to cilia. Protein complexes housed at this zone are found mutated in MKS/NPHP ciliopathies. Although its organization varies from organism to organism, the TZ molecular composition and function are highly conserved. In Paramecium, the TZ is well structured with three distinct plates defined as the terminal, the intermediate and the axosomal plates. In this model, structural and molecular changes of the TZ are observed as anchored basal bodies become ciliated. Therefore, Paramecium appears to be a pertinent model to study the TZ at an ultrastructural level in correlation with its functionality.
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Methods
To reach this goal, we have developed a technique to isolate Paramecium basal body cortex units. These units fit the cryo-electron tomography requirements allowing us their visualisation in native conditions at nanometric resolution.
Results
First cryo-tomograms obtained on these Paramecium units allow the observation of well-preserved basal bodies revealing the TZ with its three recognisable plates and the Y-links as well as at the proximal part of the basal body, the cartwheel and the radial spokes.
Conclusion
Thus, studies of the consequences of TZ protein depletion at high resolution are now achievable by combining new isolation protocols and cryo-electron tomography. 
